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Ala 


Ser 


He 


Pro 


Arg 


347 










165 










170 










175 




353 


<210> SEQ ID NO: 


: 7 
























354 


<211> LENGTH: 154 
























355 


<212> TYPE: 


PRT 


























356 


<213> ORGANISM: 


Mycobacterium tuberculosis 












358 


<400> SEQUENCE: 


7 
























359 


Met 


Thr 


Pro Gly Leu Leu Thr Thr Ala Gly Ala 


Gly Arg 


Pro 


Arg 


Asp 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/445 , 289F 



DATE: 11/01/2006 
TIME: 11:44:50 



Input Set : A:\60261499.app 

Output Set: N:\CRF4\11012006\I445289F. raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 



Seq#:ll; Xaa Pos . S,4' 

Seq#:38; Xaa Pos. 13,18 

Seq#:41; N Pos . 9,15,21 

Seq#:60; Xaa Pos. 14 

Seq#:61; Xaa Pos. 7,8 

Seq#:62; Xaa Pos. 8 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/445 , 289F 



DATE: 11/01/2006 
TIME: 11:44:50 



Input Set : A:\60261499.app 

Output Set: N:\CRF4\11012006\l445289F.raw 

L:584 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 after pos . : 0 
L:1280 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:38 after pos . : 0 
M:341 Repeated in SeqNo=38 
L:1338 M:341 W: (46) "n" or "Xaa" used, 



W 

L:1686 M:341 W 
L:1706 M:341 W 
L:1722 M:341 W 



(46) 
(46) 
(46) 
(46) 



for SEQ ID#:41 after pos. 
for SEQ ID#:60 after pos. 



'n 

"n" or "Xaa" used, ror buy xuff:ou arcex pus 

"n" or "Xaa" used, for SEQ ID#:61 after pos. 

"^a» used, for SEQ ID#:62 after pos. 



i. n i 



or "Xaa" 
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